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(57) ABSTRACT 

Nucleic acid polymers are Sequenced by obtaining forward 
and reverse data Sets for forward and reverse Strands of a 
Sample nucleic acid polymer. The apparent base Sequences 
of these forward and reverse Sets are determined and the 
apparent Sequences are compared to identify any deviations 
from perfect complementarity. Any Such deviation presents 
a choice between two bases, only one of which is correct. A 
confidence algorithm is applied to the peaks in the data Sets 
asSociated with a deviation to arrive at a numerical confi 
dence value for each of the two base choices. These confi 
dence values are compared to each other and to a predeter 
mined threshold, and the base represented by the peak with 
the better confidence value is assigned as the “correct' base, 
provided that its confidence value is better than the thresh 
old. The confidence value takes into account at least one, and 
preferably more than one of Several Specific characteristics 
of the peaks in the data Set that were not complementary. 
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