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Sequence 197 from patent US 9458436
Sequence ID: KH273636.1 Length: 903 Number of Matches: 1
Range 1: 1 to 903 GenBank Graphics
Score Expect Identities Gaps Strand
1668 bits(903) 0.0 903/903(100%) 0/903(0%) Plus/Plus
Query 1 ATGTCTGCTTCTGCAGCTTTETTGCCTGCTATTGCTTTCGCTECTTACGCTTACGCTAL
[ERNEN LEETrrerernnerteretntl LTIl ERERRENE
Sbject 1 T CGCTTACGCTAC
Query 61 TGCTAGREE
RN ERE NN
Sbijct &1 \TGOTAGAGE
Query 121 TGGATTGGAGCTTTGTCTTTEAGACTCCCTGCARTTGCTACCACCATGTACCTCTTETT
. LIt e et LT el
bict 121 TGEATTGGAGCTTIGTCTTTEAGACTCCCTGCAATTECTACCACCATGTACCTCTTETT
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TGCCTTETEGGACCTRAGATTGATGOCTARGRGEEAGGCTTTTGATCCTAAGGGRATTCAT

CTCGECTTACARCGCTTACCRARRCCGCTTTCRARCETTGTGGTGCTCEGRARATGTTCGCTAC

FCEEEEE et et e e et e e e e bt
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Sequence 197 from Patent WO2005083093
Sequence ID: C5161011.1 Length: 903 Number of Matches: 1
See 10 more title(s) v

Range 1: 1 to 903 GenBank Graphics

Score Expect Identities Gaps Strand
1668 bits(903) 0.0 903/903(100%) 0/903(0%) Plus/Plus
Query 1 ATGTCTGCTTCTGGAGCTTTGTTGC CTGCTATTGCTTTCGCTGCTTACGC TTACGCTAC
TEEIRERT R et e e e e et e e e e e et et
Sbjct 1 ATGTCTGCTTCTGGAGCTTTGTTGCCTGCTATTGCTTTCGCTGCTTACGC TTACGCTAC
Query 61 TACGCTTATGCTTTCGAGTGETCTCATGCTAADGGRAATCGATARCETGGATGC TAGAGE
FEERRERTEI ettt et rrerentl IIIIIIIIII||:I|I||IIII|i
qb“” 6l TACGCTTATCTTTCGAGTGETCTCATGCTAACGGRAATCGATARACETGEATGC TAGAGE
Cuery 121 TEEATTGEAGCTTTGTCTTTGAGACTCCCTGCAATTGOTACCACCATGTACCTCTTETT
FEETLERT T et e e e e ey e e e et e e et
Sbjct 121 TEEATTGEAGCTTTGTCTTTGAGACTCCCTGCAATTGOTACCACCATGTACCTCTTETT
CQuery 181 GOCTTETGERACCTAGATTGATGECTARGAGEEAGECTTTTGATCCTARGGGATTCAT
||||||IiiIIIIIIIII|iil|||||||||'||||||||||||||'||||||||| |
qb“” 181 CTTETGEEACCTAGATTEGATGECTALAGAGEEGAGGCTTTTGATCCTARGGGATTCAT
Cuery 241 CTCGCTTACRAACGCTTACCARACCGCTTTCARACGTTGTGGTEGCTOGEARTGTTCEGCTAL
FEETRERT R et e e e ey e e e e et e e re et
Sbjct 2471 CTCGCTTACRACGCTTACCAR A CGCTTTCARCGTTGTGGTGCTOGEARTGTTCGCITAL
Cuery a1 GRGATCTCTEEATTGGGACARCCTGTTTGESEATCTACTATSCCTTEGRAGCGATRAGEAT
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cuesry 36l TCCTTCE
[RRREN
S':::'-: 36l TCCTTCE
Cuery 421 GATRCTETETTCATEET CCCL“SAAAAhG;CSLLSSAGCTCTCECCCTTGCATGTGE;
FEEELERTELLL il RERARERER (RN RER RN FTHEETEL
Sbf“t 421 GATARCTGETETTCATGETGECTAGGARRR D GRCCALGCAGCTCTCTTTCTTGCATETETE
Cuery 451 D LTECTTTETTGATTTGEECTTGETEECTTETTTGTCATCTCATGGC TACCAL
[REEER [TTTIrId REERRERY (HRRERRARN RRERREEY
Sb:c 481 c LTGCTTTGTTGATTTGEECTTGGTGECTTGTTTGTCATCTCATGEC TACCRER
Query 541 TGCATCGATGCTTAT TTCHK GCTGCTTGCARCTCTTTCATCCACATCGTGATGTACTC
[AENAN 8 Y 01015 T 1 RN RE RN R RN RN
S:fct 541 TGCATCGATGECTTAT TTCS GCTGCTTEGCARCTCTTTCATCCACATCGTGATGTACTC
cuery a0l TACTACC T CATGTC TG T T T e GARTTAGRT OO CTTGGARGAGATATATCACCCE
[ARREN RERREREN [RERRREEN TEITITEET ITEErrrnl
Sbjc &0l TACTACCTCATGTCTGCT T TG EARATTAGAT OO CTTGGARGRGATR
cusry eel CAGATGTTGCAATTCETGATCETETTCGCTCAT
(RN 8 I Y 1 5 T 1
Sbjc eel CAGATGTTGCAATTCETGAT G T TTCGCTCATGCTETTTTCGT GO T CAGACARRAT
cusry 721 TGCCCTETTACTTTGCCTTEEECACARATCTTCETEATGACE GTT T
[AEREN Tl ITEITInnd TETTITEET ITEErrrnl
Sbac 721 TGCCCTETTACTTTGCCTTEEECACALRATGTTOETCGATGACAARATATETTGGTGCTCTT
cusry 781 GEARRCTTCTACCTCARGE r"h“TCTAnC" GAGATEGAGCTTCTTCTGT
[AENAN T Y IIIIIIIII [NER ITirrnel
Sﬁfut 781 GGARERCTTCTACCTCARGECTTACTCTARC R LT O GRGATGGLGCTTCTTCTGT
cuesry 241 CCRGETOCLAGGRRGRTIEE
[NEN [RERRREEN
Sbj: 241 CCRGETCCLGGRRGRTIEE
Cuery 901 TG& 903
111
sbict 301 TGR 503
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