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Sequence 197 from patent US 9458436

Sequence ID: KH273636.1 Length: 903 Number of Matches: 1

Range 1: 1 to 903 GenBank Graphics
 
 

Score Expect dentities Gaps Strand

1668 bits(903) 0.0 903/903(100%) 0/903(0%) Plus/ Plus

Query 1 ATGTCTGCTTCTGGAGCTTIGTTGCCIGCTATTGCTTICGCTIGCTTACGCTTACGCTAC
PECEEE ETE EEEEEEee eed

Sbjct dL ATETCTGCTICTGCAGCTTICGTIGCCCTECTATTCCTTITCECTGCTTACGCTTACGCTAC

Query 61 TACGCTTATGCTTITCGAGTGGTICTCATGCTAACCGAATCGATAACGTGGATGCTAGAGA
a

Sbjct 61 TACGCTTATGCTTTCGAGTGGTCTCATGCTAACGGAATCGATAACGTGGATGCTAGAGE

Query 121 TGGATTGGAGCTTTGTCTTTGAGACTCCCTGCAATTGCTACCACCATGTACCTCTTGTI
PETE PEEP PPLEEEEed

Sbjct 121 MTGGATTGGAGCTTTGTCTTTGAGACTCCCTGCAATTGCTACCACCATGTACCTCTTGTI  
Query 161 TGCCTTIGTGGGACCTAGATTGATGGCTAAGAGGGAGGCTITTGATCCTAAGGGATTCAT

PPPPererirppert PEEPPP PPP PPP beer ee rr eee peed
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et 181 TSCCTTIGTEGGACCTAGATTGATGGCTAAGAGGGAGGCTITTGATCCTAAGGGATTCAT
1

Query 241 CTCGCTTACBACGCTTACCARACCGCTTTICBAACGTTIGTGGTIGCTCGGAATGTTCGCTAC
I LT I I IIIT LITIt I eee LTttl
CTCGCTTACAACGCTTACCARACCGCTTTCAACGTTGTGGTGCTCGGAATGTTCGCTAGtoiv

Loe
0 ct bo He ie

Query 301 GAGATCTCTGGATTGGGACAACCTGTTTGGGGATC
| THtttdl | IPdTIt LPIttt | PITT

Sbjct 301 GAGATCTCTGGATTGGGACAACCTGTTTGGGGATCTACTATGCCTTIGGAGCGATAGGARia

Query 361 TCCTTCAAGATTTTGTTIGGGAGTGTGGCTCCATTACAACRATAAGTACCTCGAGTITGTI
| [1 | | ITT IT TVttt | PII tdt aeeee|

Sbjct 361 TCCTTCAAGATTTTGTTGGGAGTGTGGCTCCATTACAACRATAAGTACCTCGAGTITGTI

Query 421 GATACTGTGTTCATGGT TAGGAAAAAGACCAAGCAGCTCTCTTTCTTIGCATGTGTSj1
Sbjct 421 GATACTGTGTTCATGS! ia  Query 481 CATCATGCTTTGTTGATTTGGGCTTGGTGGCTTGTTTGTCATCTCATGGCTACCAACGER

| a | | ITTIT LVI | LITT tdt TTtttt
Sbjct 481 CATCATGCTTTGTTGATTTGGGCTIGGTGGCTTGTTTGTCATCTCATGGCTACCAACGR

Query 541 TGCATCGATGCTTATTTCGGAGCTGCTTGCAACTCTTTCATCCACATCGTGATGTACTC
I PEE I IPEd01 PETtt I LEtddt eee

Sbjct 541 TGCATCGATGCTTATTTCGGAGCTGCTTGCAACTCTTTCATCCACATCGTGATGTACTC

Query 601 TACTACCTCATGTICTGCTTTGGGAATTAGATGCCCTTGGAAGAGATATATCACCCASGC
I LT I I HITT T LLTTt I aeeeee LTTttl

Sbjct 601 TACTACCTCATGICTGCTTTGGGAATTAGATGCCCTTGGAAGAGATATATCACCCASGC

Query 661 CAGATGTTGCAATTCGTGATCGTGTICGCTCATGCTGTTTTCGTGCTCAGACAAARAGCH
I PLETE I IPTtdt1 PLTttl I Pitt tdt LLttt

Sbjct 661 CAGATGTTGCAATTCGTGATCGTGTICGCTCATGCTGTITTTCGTSCTCAGACARAASCE

Query 721 TGCCCTCTTACTTITGCCTTGGGCACAAATCTTCCTGATGACABATATGTIGGTIGCTCTI
I LT I I IIIT LLIIt I LTTTIt1 LTttt

Sbjct 721 TGECCCTSTTACTITSCCTTGGGCACAAATGTTCGTGATGACARATATGTTGGTGCTCTI

Query 781 GGARACTTICTACCTCAAGGCTTACTCTAACAAGCTCTAGGGGAGATGGAGCTTCTTICTGI
I ee ee I INET 01 TPLTtt I LEttdt LLttt

Sbjct 781 GGARACTTCTACCTCAAGGCTTACTCTAACAAGTCTAGGGGAGATGGAGCTTCTICTGI

                                      
 

 

 

Query 841 AAGUCTOCTGAGACTACTACASCACCTICTGTCAGAAGARC AGGTCCAGGAAGATCGS

Sb ct 841 OOeeeeeeeeeeeeat
Query 301 TGA 9053

Sbjct 901 age 903

& Download ~ GenBank Graphics 4 Previous «Descriptions

Sequence 197 from Patent WO2005083093

Sequence ID: C5161011.1 Length: 903 Number of Matches: 1

See 10 moretitle(s)

Range 1: 1 to 903 GenBank Graphics Related Information

Score Expect dentities Gaps Strand Gene - associated gene
1668 bits(903) 0.0 903/903(100%) 0/903(0%) Plus/Plus details

Query 1 ATETCTGCTICTGGAGCTTTGTIGCCCTECTATTGCTTTCECTGCTTACGCTTACGCTAC

Sbjct 1 LESOeeeeeeeeeeeeeeeell
Query 61 TACGCTTATGCTTTICGAGTSOCOTCTCATGCTAACCGAATCGATAACCTGGATGCTAGAGSae ae oh a oF

Sbjct 61 Haeeeeeeeeeereeee
Query 121 TGGE! TSGAGCTTITGTCTITGAGACTOCCTGOCAATTGOCTAC ACCATGTACCTCTTGTI

Sbjct 121 SReeeeeee
Query 181 TGCCTTIGTGGGACCTAGATTGATGGCTAAGAGGGAGGCTITTGATCCTAAGGGATTCAIa re a ae ae

Sbjct 181 eeeeieee eeeyeearen
Query 241 COTCGCTTACAACGCTTACCARACCGUTTICAACCTIOTGGTGOTCOSAATOTTICGOTAG

Sbjct 241 aeOeee
Query 301 GAGATCTCTGGATTGGGACAACE TGTTTGSSGGATCTACTATGCCTTGGAGCGATAGGRE

| TLTttt | PETTITT TTTttl | PEttid I ll

                                       
Sbjct 301 GAGATCTCTGGATTGGGACAACCTGTTTIGGGGATCTACTATGCCTTGGAGCGATAGGAR
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Query 36
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Query 42 Poy

 eu

 
Query 486 OTST CRA

I
Sbjc 48 ITETCAT

Query 54 ITGCAACTCTTTCATCCACATCGTGATGTACTC

 
 

Query 60

Sbjct 601

Query 661

Sbjct 661

Query 72 ITCGTGAT rGCcTe;rt

Sbjct 72 sant one
Query 79

Sbjct 78
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